All BASAT Total Interface Accessible Surface Area
BASA1l Interface Accessible Surface Area for Chain A
by Chain %BASA1 Interface Accessible Surface Area for Chain A (%)
BASA2 Interface Accessible Surface Area for Chain B
BASA %BASA2 Interface Accessible Surface Area for Chain B (%)
BASAN % Neutral contribution
% BASAP % Polar contribution
BASANP % Non polar contribution
BASAC % Charged contribution
GAP Volume All GAPV Gap Volume
All SEGT Nb Segments Total
SEGMENTS . SEG1 Nb Segments for Chain A
by Chain :
SEG2 Nb Segments for Chain B
SSBONDS Disuint Number of Disulfide bonds
HBONDS All Hb30 Number of hydrogen bonds
SALT BRIDGES SBAB Number of Salt Bridges
All NbCont Number of non-bonded contacts
ContCh Number of all non-bonded atoms
ContN Number of neutral non-bonded atoms
(b?::(:\?in) ContP Number of polar non-bonded atoms
ContHyd Number of hydrophobic non-bonded atoms
CONTACT ContC Number of charged non-bonded atoms
ContRes Number of all non-bonded residues
. ContRN Number of neutral non-bonded residues
Resid -
(by Chain) ContRP Number of polar non-bonded residues
ContRHyd Number of hydrophobic non-bonded residues
ContRC Number of charged non-bonded residues




Alntaro % Aromatic
Alntacid % Acidic
Alntbas % Basic
Alntacy % Acyclic
Alntcyc % Cyclic
Atom Alntali % Aliphatic
(by Chain) AlIntS % Small
AIntM % Medium
AintL % Large
AintH % Helix
AlntSh % Sheet
GENERAL AlntCo % Coil
PROPERTIES Rintaro % Aromatic
Rintacid % Acidic
Rintbas % Basic
Rintacy % Acyclic
Rintcyc % Cyclic
Resid Rintali % Aliphatic
(by Chain) RIntS % Small
RintM % Medium
RintL % Large
RintH % Helix
RintSh % Sheet
RintCo % Coil
AlntCar % Carbon
AlntOx % Oxygen
AintNit % Nitrogen
ATOMIC . AlntSul % Sulfur
by Chain
PROPERTIES AlntH % Hydrogen
AIntPho % Phosphorus
AIntCF % Fluor
AIntNOPS % (N+0O+P+S)




